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Commonly Used Auto STRs .
Commonly Used Auto STRs Introduction Purpose New Features © Submit a New Variant Allele & / HumanSTR / Variant Allele
CSE1PO The web-based Short Tandem Repeat Database (STRBase — The process of updating the Classic website started with a Register/Login - optional New variant allele page
: - i i igi i is i i . . m— Variant Allele for D1S1656
D10S1248 h;tps./éTFrpajein|s:c.grc1)v) was dTer:/eIopgd '? 19E|)7fan|:i retleased to S'm'?'e .overh;aul Okf thi or.lgm‘?l sﬁe. _Ih's mcIudeclj af:idlng  Users will not be required to register or login to use the site Submit New Variant Allele Finding
Other AUtO STRS 5125301 t gpu icin uyo t atyear. e original goal of the site was to navigation and ma mgt e site wsga y uniform .(NewCassm see « However, a user has the option of registering and will
bring together information about STR systems to support the below). Google analytics was also incorporated into the updated receive update notifications as the site continues to add _ Variant Allele | TriAllele  Kits  General Info. Search:
D135317 human identity community. site allowing for an understanding of what pages were being information Locus Id 125391 Proposed interface for
D16S539 ili ' i ' ' e .E t to x| .E tt .E t to txt
T 3 te h ved i | h utlllzeq by t.h.e user. The p.le chart in the lower left is the top 10 .  Additionally, registered users may request the ability to ] the submission of =N Exporttoxis J§EN Exporttocsv  EEN Export to tx
h D18S51 Usage - The STRBase site has evolved into a place where pages identified by views in the last year. These pages represent _ . ) ) R Instrument/Kit i
X-Chromosome STRs | in f ics lab ifv allele inf i hnical , , , - submit allele information to the site through a submission variant STR alleles Allele Call
analysts in forensics labs verify allele information, technica
D19S433 oad P 4 d load - 6 . 4 a variety of starting points when exploring STRBase. In early portal Select instrument used:
D1S1656 eéaders cCan Tind an ownload ftraining Intormation, .an 2017, a survey was made available on the site to obtain user e This will simplify th bmissi f tribut d 10.3 138.15 ABI 3500 XL Powerplex ESX 16 (Fast) e
researchers and methods developers can search for various : , : L , I5 Wil sSimplity the submission process for contributors an ABI 3500
D21S11 , _ . information and feedback about the site. This information l h he back
kinds of STR-related information. Over the years many . . : streamline the process on the back end. — 111 140.24 ABI 3130 XL Powerplex ESX 16 (Fast) e
Y-Ch romosome STRS D22S1045 L . : : assisted us in the design focus of STRBase 2.0. Select amplification kit used:
institutions and researchers have contributed information to et Croate & Now Accoum 1.3 142.21 i BET Powerplex ESX 16 (Fast) ﬁ
D251338 this resource, which continues to this day. * Improved navigation and the ability to quickly find Powerplex Fusion 6C
D2S441 information. Email Password 121 170.64 ABI 3500 Powerplex 21 ﬁ
D3S1358 Goal - Since its inception, the design of the site has been * Registration and login capabilities. STRBase@nist.gov Allele Call
relatively constant with minimal changes made to the i : : . . 123 146.19 ABI 3500 XL Powerplex ESX 16 (Fast) e
D5S818 _V . ' & . * An automated submission process for variant and tri-alleles. FirstName Confirm password
D6S1043 underlying IT architecture. A redesign of the web-based tool is « The ability to search, sort, and download information for STR 14.3 o o eE — Powerplex 21 ﬁ
075820 currently underway to make enhancements to the user variant and tri-alleles. LstName
DaS1179 interface. The goa! is to maintz?in information in.an acce;sible « Updating and removing out of date information to help Base Allele Call is less tharn 131 148.52 ABI 3130 XL Powerplex ESX 16 (Fast) e
oA format while allowing the new site to be more easily sustained. focus the site on what users are accessing. o T ABI3500  NGM Select/Detect (Express) [
. . . . . A” I C ” i t th # / Human STR / General Information
Penta D Future - STRBase 2.0 is currently under development and will Some of the updated and new features are described to the left Submlttlng Data ele Lallls greater than s f . ft, o GSFIPO
Penta E soon be avaﬂablg to the publlc.for beta testing. User fe'edback 1S with images of the new site. Including an image of the main A submission form will be available to users who request the STR General information page
SE33 greatly appreciated and will be incorporated into the page in the lower right. ability to upload variant and tri-allelic information. The form will AR TR TR e
THO1 development of STRBase 2.0. U d t be easy for the user to provide the needed information to build Allele size range (If single number, place in Min and leave Max blank) P — - - e —
TPOX p dalesS the. record (example to the r.lght). ane s.ubmltted it will be Min (bp) Max (bp) GRCh3s 5 150076324 150076375 138 (ATCT
VWA . . . reviewed and then made publicly available in the tables on the Sytogenetic Location: a2
equence Pattern: [ATCTIn
Behind the Scenes Navigation STRBase site. 137.58 137.72 q e
The Site haS been reor aniZed tO Sim “f the naVi ation- i i i ::mr:;:::f:t'i-:Fg:c::';a‘f“z:s:key CT, Chakraborty R. Evaluation of 13 short tandem repeat loci for use in personal identification applications. Am J Hum Genet. 1994 Jul;55(1):175-89.
b STRBase is Currently an OrganiZEd CO”eCtion Of Several . g . .. PITy 8 Is Allele Size an apprommatmn/average? PubMed PMID: 7912887; PubMed Central PMCID: PMC1918216 [PubMed] e
Other Auto STRs . . * Information about individual STRs have been brought Tables . . originally reverse sequence
hundred separate html pages serving thousands of static tosether i interf _ _ . If multiple runs, indicate number: STRSeq BioPraiect: msasoes
files ogether in a common Interface. f The variant and tri-alleles tables have been updated with: °q BloProlect: pruNAsseser
' e Users can now quickly access locus information through the . 3 Mutation:
X-Chromosome STRs * The existing format makes maintaining and updating the site ey & Search table contents. Rate Data Source Lit, Source Action
: left menu on the site (expanded example to the left) hd Sort columns 0.16% AABBO3 Table 14.5 of Butler, 2015
complicated. ' , * The search box can be used to find information about key «  Download da.ta - export to excel. comma-separated values Analysis Details | o =
Y-Chromosome STRs e A MySQL database has been developed and information . . P ’ P ’ Core Sete Including this Locus: SO0 Lach US Core Loc
o ) words, full and partial loci names (example below). or text file tvpes o S @ Sets Including this Loc :
from the original STRBase has been migrated over. ypes. o _ . Select verification/confirmation method: Alternative Names: CsF1p0
The tables have been simplified to focus on key information but riistoric Names: ¢s¢

* A new site that utilizes and supports the database is in the
process of being implemented: STRBase 2.0.

Search Results: Penta

Re-ran original amplified product, Observation in multiple samples

Additional Notes:

all information is still accessible (example upper right).

Content

Although some content will not be included in STRBase 2.0, the
old site, which will not be maintained or updated, will be
available for a period of time at strbase-archive.nist.gov while

Search string: Penta
Loci Matches:

Locus Genome Chromosome Publication STRSeq BioProject

Continued development

Top Ten STRBase Pages by Unique Pageviews The next development phases of STRBase 2.0 will focus on: updating

topic pages, streamlining access to publications/presentations, and

* This chart represents 87,399 unique pageviews

PentaE GRCh38 15 PRIJNA380571 th'(lel g'd S'tz 'S ta'flerl‘of'ofwndthe f'llesdthat make up the classic site Your ideas and feedback can be submitted to: strbase@nist.gov
will be made available for download.
* Atotal of 254,819 total unique pageviews were
recorded for the entire site from July 2017 to Classic (1997 to 2017) New Classic (2017 to 2019) STRBase 2.0 (fall 2018 beta release www.strbase-b.nist.gov)
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D ————————————————————— - - ’ e e Other Auto STRs STRBase is a resource for Short Tandem Repeat and other human identification markers. Within this site, users can
2 2 2 59 i e’ Shor‘t Tandem Repeat DNA - havig:te, searchi and download loc:;s ihformation such as reportid vafriant a{lelgs, tlri‘allelg, and genfara! information
Hume?, AY. Lee?, A.B. Stoltzfus?, NIST Standard Reference Database SRD 130 [Recent Updates = Internet DataBase = e e oot o s - Snsar ee 1 mes Har 593

Y-Chromosome STRs

Serving the forensic DNA and h dentity testing
authors are solely responsible for the information herein.

ities for over 10 years...These data are intended to benefit research and application of short tandem repeat DNA markers to human identity testing. The NIST Standard Reference Database SRD 130 [Recent Updates on 08/16/2018]

Serving the forensic DNA and human identity testing communities for 20 years...These data are intended to benefit research and application of short tandem
repeat DNA markers to human identity testing. The authors are solely responsible for the information herein.
This database has been accessed >500,000 times since 10/02/97.

Additionally, STRBase hosts content produced by NIST Applied Genetics: publications, presentations, population data,
sample data sets, and information regarding Standard Reference Materials of interest to the Forensic DNA community.

User Visits

J.M. Butler3 P.M. Vallone?

'Applied Genetics Group, 2Office of Data and
Informatics, 3Special Programs Office, National
Institute of Standards and Technology,
Gaithersburg, MD, USA
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STR data produced via next generation sequencing is cataloged separately in the STRSeq BioProject at NCBI, with
sequence-specific tools and resources forthcoming at strseq.nist.gov (7.

This database has been accessed >500,000 times since 10/02/97.
- - - — - — Created by John M. Butler

and Dennis J. Reeder (NIST),

Created by John M. Butler
and Dennis J. Reeder (NIST Biochemical Science Division), with invaluable help from Jan Redman, Christian Ruitberg and Michael Tung
with invaluable help fr om Jan Redman, Christian Ruitber, 8 and Michael Tung Site creators' curriculum vitaes available using links above.
Site creators' curriculum vitaes available using links above.

Information as indicated
by users who took the
STRBase survey.

Announcement

24-Sep-18:

Version History m Citation Guide

STRBase 2.0 Launching beta test site soon.

Multiplex STR Kits
6%

*Partial support for the design and maintenance of this website was previously provided by The National Institute of Justice through the NIST Forensic Science Program
Office.*

Beta release STRBase 2.0

General Information
« Purpose of STRBase/NAR 2001 Paper describing STRBase/Overview Presentation
« Publications and Presentations from NIST Human Identity Project Team ¢
« NIJ-Funded Projects ¢
« Training Materials ¢
o Links to other web sites ¢

*Partial support for the design and maintenance of this website is being provided by The National Institute of Justice through the NIST Law Enforcement Standards Office.*

General Information
Monthly o Purpose of STRBase/NAR 2001 Paper describing STRBase/Overview Presentation
o Publications and Presentations from NIST Human Identity Project Team ¢
54% o NIJ-Funded Projects ¢
o Training Materials ¢
o Links to other web sites ¢
o Glossary of commonly used terms
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FBI CODIS Core STR Loci

10% The evolution of the websites main page. From the original main

page, Classic (left) to the updated main page, New classic (middle)
and the redesigned main page of STRBase 2.0 (right).

STR Fact Sheets
10%

Forensic STR Informaﬁon Privacy Policy/Security/Notice/Accessibility Statement NIST Disclaimer Freedom of Information Act Standard Reference Data Act Rate Our Products
o STRs101: Brief Introduction to STRs

o Core Loci: FBI CODIS Core STR Loci and European Core Loci

* Glossary of commonly used terms
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Disclaimer — Points of view in this document are those of the authors and do not necessarily represent the official position or policies of the U.S. Department of Commerce. Product: Certain commercial equipment, instruments, and materials are identified in order to specify experimental procedures as completely as possible. In no case does such identification imply a
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Privacy Policy/Security/Notice/Accessibility Statement | NIST Disclaimer | Freedom of Information Act | Standard Reference Data Act

Date created: July, 1997 | Last updated: Sept 24, 2018 | Contact: STRBase@nist.gov

recommendation or endorsement by NIST, nor does it imply that any of the materials, instruments, or equipment identified are necessarily the best available for the purpose. Database: The National Institute of Standards and Technology (NIST) uses its best efforts to deliver a high quality copy of the Database and to verify that the data contained therein have been selected on the
basis of sound scientific judgement. However, NIST makes no warranties to that effect, and NIST shall not be liable for any damage that may result from errors or omissions in the Database.




